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J Appl Physiol 123: 1610-1616, 2017,
First published July 13, 2017; doi:10.1152japplphysiol.01119.2016,

RESEARCH ARTICLE

Aspirin as a COX 1nhibitor and anti-inflammatory drug in human
skeletal muscle

Stephen M. Ratchford, Kaleen M. Lavin, Ryan K. Perkins, Bozena Jemiolo, Scott W. Trappe,
and Todd A. Trappe

Human Performance Laboratory, Ball State University, Muncie, Indiana

Submitted 22 December 2016; accepted in final form 8 July 2017
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"entities": [
"sarcopenia",
"skeletal muscle”,
"Aspirin",
"PGE2",
"aspirin",
"PGE2/COX pathway",
"muscle inflammation"
"COX"

]

-

{
"head": "aspirin",
"relation": "inhibits",
"tail": "COX",
"confidence": 0.85,
"source":
"relationship_extraction",
“relevance": 0.7,
"clarity":
0.8999999999999999
}

"head": "aspirin",

"relation": "associated_with"

"tail": "muscle inflammation",

"confidence": 0.75,

"source":
"relationship_extraction"

"relevance: 0.5,

"clarity": 0.6

}

"head": "aspirin”,
"relation": "decreases”,
"tail": "PGE2"
"confidence": 0.9,
"'source":

"relationship_extraction",
"relevance": 0.5,
"clarity": 0.7

}

"head": "aspirin",

"relation": "associated_with"

"tail": "sarcopenia”,

"confidence": 0.7,

"source":
"relationship_extraction"

"relevance: 0.5,

"clarity": 0.6

}
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of P{jE;, but at varying time points atter aﬁpiriﬁ n:nns.umptiié-r-l. When
the maximum suppression after aspirin consumption was examined
for each individual, independent of time, PGE: levels in vivo

(184 = 17 and 104 £ 23pg/z wet wt at Pre and Post, respectively) and
PGE; production ex vivo (2.74 = 0.17 and 2.09 = 0.11pg-mg wet

wt™ !-min ! at Pre and Post, respectively) were reduced (P << 0.05) by
44% and 24%, respectively. These results provide evidence that orally
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"head": "aspirin",

"relation": "decreases"”,

"tail": "PGE2",
"confidence": 0.9,
"source":
"relationship_extraction”
"relevance: 0.5,
"clarity": 0.7
}
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"metadata": {}
"statistics™: A
"entity count™: 342,
“triple_ count": 283,
"unigue_relations": 157,

- - :
.EI'H'IO (@) * "metadata": {} "relation_distribution":
meétadata & 1r;
oOTli- "1 . e r "investigated_as": 1,
statistics™: 1 Nacts msils 3.
o HE 22X o}|Z ‘entlity_count™: "involved_in": 12,
o XljgiE 2ty “triple_count™: "treats": 13,
] J— - N T “targets": 2
unique_relations": 3, ai;git: -
‘relation_distribution™: nincludes": 2,
“inhibits": 1, "has_inflammation™: 1,
E EI .- xjr nl O f.tt‘ HF "UPEFPE‘-ES"' -l “regulates": 12,
[ R} - L 3 . ]
— i vertitiin . . "reports_on": 1,
= o g = ‘assoclated_with™: 2 "is_associated_with": 1,
- “increases_with": 2
Al T 5} o . increases_wi :
- 87| IpHe) 0|2l "is_a_cox_substrate": 2,

“avg_confidence": @.8
“has_no_effect on": 3,

“does _not_alter": 1,
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Advancements in Natural Language Processing:
Exploring Transformer-Based Architectures for Text
Understanding

Tianhao Wu®, Yu Wang?, Ngoc Quach®+
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"metadata": {},

"statistics": o

"entity count™: 119,

“triple count™: 131,

"unique_relations": 58,

“relation_distribution™:
“outperforms™: 3,
“uses": 18,
“involves": B,
“achleves™: 1,
“has_impact on": 2,
“improved”: 1,
“builds upon”: 1,
“influenced_by": b,
“extenas™: 4,
“improves”: b,
“relies on": 4,
“concerned with": 1,
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